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GAATTGGGTTGACITTTGTTGAAATTGAGGATGGAAGGAATGGGAGAGGAGGGA 

GTACGTGGAACTGTTGAAGAAGTTTTTAGGGATTAGAAAGGGAGACGGGGGGGT 

TTGATGAAAGGTGTGACTAGTGAGGTTGAAAAGTTTTAGGAGCTGGTGGATCGG 

GAAAAGGAGAATTTGTGGGTGTATGGGTTTGGAAATGAAACATGGGAAGTGAAG 

TTGGGTGTTGAGGAAGTGGGTGGTGAAGTTCCGGAGGGAGGATTGGGTATAAA 

GTTTGGTCGGGATGGAATGGAGGAGAAGGAGTGGTTATGAGTGGTTGGAGTTG 

AGAGTGAGTGATGGGTGGTGGGTGTTGGTTTGTATTTTGGTGGCGGCTTTGG 

ATTTGGTAAGAATGATAGGAAAAGGCTTTTTGAGATGATAAATGA 

TGTGGCCACAGTCTTTGAGCTTGCAAGAGGAAGTGGTAAGGAATGAAAGGAG 

GAAGTGAGTGGTGACAACAATGGTAGGAATAGGAAATAGAAATGAAGTGGAAAGT 

GGCGGGAGTCTGAATGCGAGAGGAAGGGTGTGAAGATGTGTGGAGGGGTCAAAG 

AAGAGGTTGAGAGTGGAGAAGAAGAGGAAGAAGATGATGATGAAGAAGGTGGAAC 

GTGTGGTGCTTGTGGTGATAATTATGGGAGCGATGAATTCTGGATCTGTTGT 

GATATGTGCGAGAAATGGTTGGATGGTAAATGTGTTAAAATTACTCGTGCCAAG 

GGTGAAGAGATGAAGGAATAGAAGTGCGCTGGGTGGAGTATCAAGAAGGGAAGAA 

TTGGATAGCTGTGAACGTTTGGAGGATTAGGGGGGAAGATTAAAATGTTTGTTA 

GGATTTGTGTAAGTGAAAGGATTGTTGTCTGGATAGTCACTTAAAGGGAATTGG 
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MKETAAAKFERQUMDSPDLGTLVPRGSMAISDPNSSSVDKLG 

MEGMAQIIPVPRTVEEVFSDYKGRRAGLIKALTrDVEK 

FYQLVDPEKENLCLYGFPNETWEVNLPVEEVPPELPEP 

ALGINEARDGMQEKDWLSLVAVHSDSWLLAVAFYFG 

ARFGFGKNDRKRLFQMINDLPTVFELATGTAKQSKDQ 

LTAI INNGSNSKYKSSGKSRQSESQTKGVKMSAPVK EE 

VDSGEEEEEDDDEQGATCGACGDNYGTDEFWICCDM 

OiKWFHGKCVKlTPAKAEHlKQYKCPGCSIKKPRJG 
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DNA Sequences that bind Alfin in vitro 



Clone _ Sequence 

5'primer Insert 

6 5'GACG-GCTGGGGGAAAGTG AGCGGTGG GGC 3' 

7' GACG-GAAA GGGGGTGGGGACGGCG CTTTT 

18* GACG-GAAAG GGGGTGGGGAGGGCG CTTTT 

15 GACG-GGTAG GGTGTGGGGGGTGT TTTATnr 

16 GAGG-GGGAT AGGTGAGGTGGAG GGAGAAT 
22 GACG-GCAGAAGGGAGAAA CGTGGAGA ATC 
25 GAGG-GCGGGAAGGAGTGTGGTAGAGAGCC 
21 GAGG-AAGGAAGGACGGCAGCGTGTTGC 

5 GACG-AAAANTTANANGTGTAGGTGGGACT 



* - individual isolates 

Consensus: 2-5 Triplets bordered by G and containing at least one GTG, most 
conforming to the high affinity Zif268 binding sites 

MsPRP2 Fragments 



211 


coding 


5' 


-299 


GTGTGGGGGGC-2*' 




non-coding 


5' 


-390 


AAAGTGGGGGGA-''8 


218 


non-coding 


5' 


-826 


GATGTGTGTGTTC 


187 


non-coding 


5' 


-504 


CAAGTGGTGCTG-S15 




non-coding 


5' 


-463 


AAAGCGGTCCTG^'" 
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TTTTATAAATATTTAAGCriT'GATAATAATTTTGCGATCTATATAT^ 
TACGAATTrAAAATTATATATATATATATATATATATATATATATATAATAATTTTTATT-1441 
ATATTTATTAGGTTGATGGTAAAAAAATAAATATAATTTGTTACCATTTAAAACrrCATAA1381 
ATATAGTACAATCGMCCCTTTGAGAGGTTAATGTGTGTGCGGATTTTCTAGATAAACAA1321 
GGTGGCATTCACGATTCTTCTTGGTGCAGCrrTGGAGAACCCTATCGTGGGCTTGGAAGAT-1 261 - 
TTAOilC-llGTTGATGCTTCTAGAGTAGAGGTGCrrTAAGGCTGTAGTCTA Gl 1 11 rril - M 201 
TCATCCTTCCTACCAAAAAAAAAAAAGTCATAAATATAGTTTATAGATATAACTTTAATAl 141 

AAAATAAAAAAATTTCATCCCTAAAAACATAGTAGAAATTTGATAAAAAAAATATTGTTT-1^^ 

ATA A' I • I • r A r\ii'y^nr*nnrr^Ar^r^r^nnK k h h a ^rr^^^ ^r^*. . ..-r^^ . .^ 

^^^^ i r»r*rtnrtn 1 ^^o/l i /W\ 1 1 OOU 1 A i OOAU 1 ACTl AGTAA riAlOZl 

ATAAGGTTGATTGGTTAAAAAAACrrAAAAAATAATTTGTCT^ 961 
i^TTTTTTTGGAACATGAAGGGTATTGATTTT^ 

TGAAGGATGAATATAGA mil GGGCGATGAAACAGAAGAVP^ 841 

Tfil 

TGGAACACAGAGATGCnT^AAATTAATGa^ 781 
Alfin 1 •/myc myb • 

ATACATACCCCGTGAATCTTC 1 ' 1 T I W 'IM'l ACGGAATAAAGATrGAAATGTTGCTTCTTTO 721 
Alfin 1* 

GTTAAGGATAAAAACATCAAAGTCTAGCAAAATGTTGT^^ 661 

TAGTTTAAAGGATGGATGAniGGATTAGAAAAAGAAAATACT^^ 601 
Tfil 

TTTAAAGCAAGATTATAAAGCTTGATAGGAa:CT^ 541 
myc 

ATTGCCCCTTTGATGACGGG TCTAACAGGACnA(TrT-fr rnA(TrAr! A^ a a a^nrrnr^ 451 

myb/Alfinl*/myc 

CTAGTACAGGACCGC 1 1 l l rACTTGATTGCCCTTGTCCIATGCATGAAAAAAATCAA^ 421 
Alfin 1* Tfil 

ATATTTGGACACACAAAGTTGCCCCGAgrrTCU 1 1 1 ' l 1 C ri ' l CTGCCCTAGTTTGTTTGA 361 
Alfin 1* 

GAGTCATATTGATCAAATTTGGCTATGAATTCAAACAAAAAATTGAGTC^^ 301 

myc\ 

TGTGTGGGGGCCAGATATAAATCCATGAAGGATTTGAATGTCGATGGAAGTCAA TGA 241 
Alfin 1 Tfil 

AACATATATAACATTGAATAATTTAATTGCAATTTGGAGTATTATGAT^ 181 

GTGCAATAGGGTCGGTGAATGTGATGAGTGAGGAGAAAGAGGTATCAAAATTTCA^ 121 

I 1 1 1 ATTTA 1 i 11 1 AAQWiTAAAATTTCAAGGTCTTGT^ 61 

TGACACGCAATTCTCTTAAGTGTATGACriT-CATAGTAGAGTA^ 1 

ArGGGTAACTATGCTCTAGGCAATGTTTTGATGCTTCTCTTGA^ 60 
Met 
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